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« Stained Tissue Image(s)
* Barcode to Position

Mapping File
* QC Statistics
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* QC statistics and Spatial
Barcodes Maps

* Sequence Alignment Maps

* Gene Count Matrix
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Host and microbial
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* Spatial Gene Expression Cluster
Analysis

+ Spatial Copy Number Variation

* Trajectory Inference

* Cellular Neighbourhood Analysis

* Co-localization Analysis

+ Many other options upon request!
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